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49kDa 
38kOa 




rBBH 



Lane 1 : Protein molecular size marker. 
Lane 2 : E.coll BL21 w/o g -BBH gene. 

Lane 3 : E.coll BL21 w/ g -BBH gene and Induced Tby ImM IPTG 




2.5 kb (pTTf?) 
■ 1.4kb(r-BBH ) 



Lane 1-4 -pT?-? + g-BBH plasmld dlgesCsd with Nde 1 
Lane S lidi DNA ladder 

Lane 6-9 : pT7r7 ♦ g-BBH plasmld digested wHh Ndal and Sai l 
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CLISTAL 9 (K82} mult Jple. sequence alignoant 



Husian 
rat 

pseudoiDonas 
H.craeea 



iACTIQKAEAU)GAHLHQIL9VIffiSLVPAViffLRW 52' 
OTAUJCAEAyDQARLMQIFffHDQASLVPAVflfi^ 5? 



NAIADVFrrFPLlSPUSAASFA&Sy^ 60 
HATAAVQVSVPAPVGO^IGYAPDmKVURVKRRIBmES^ — - 48 



H.crassa -FPRRUmVlPDQITUCTVDffTVItTffiAIDEIEAAUmsU^I^ 107 



Hunan - 
rat . 

.pseudooonas 
N«craesa 



ECQV»GSELQLPTU)raVLflVDBiAVKBL5TIJCK^ 171 

SSSS^S^'^^^^^D^'^'^^LSSLm^ 1 KU3KR1 GF 1 71 

HICHrafBQajSLPVVDHBAVNQDDDTUaLUVTO 178 

FlHHTLRSLSHHimiSFKVLf^-amsH^ 1B4. 



Hunan 
rat 

PS8U.doiaonas 
. H.crassa 



Hunan 
rat 

paeudpnonas 
N.crassa 



LYUFYGHTWQVEIDKI DANNVAVTTGlOSFHTDYPAliiHPPMQLLHCII^^ 230 
LyLTFVGHTUQVQDKI DANNV AYTTGIO-SFHTDYPAIJIHI^G-VQU^^ KQTVTSGDSE 230 
IfESNFGVLFDVFmOADSNAVTAFNLPLHTDLPTRajQPG^^ 237- 
NGHPADVVUHII®l^TVSDVSKIGAPAyTTEKQVFHTDAGDIVAU=DLGa^ 224 
• » . i . , , : ♦,*;•:, • 

■OVCOFSVOSKHKI iaj)C«C 283 
DVCDFSVCmiKliaXiDK 283 

. -bRHa)YRGTAPVIAl-OSS 287 

LSSS5fmNa^ATfm-VRTUEP»VADER3KBBR^ 284 ' 



I VDGFNVCQiaKl<3^NPQAFQi LSS— TFyDFTDI GV- 
I VDQFNVC23laj<B<NPQAFS I LSS--T™FTD I G^^^ 
FVOGFA I AEAU^IEAPJi A VRU£E--TPVE™K- 



Hufflan 
rat 

pseudooonas 
N.crassa 



Kunan 
rat 

' pseudooonas 
N . crassa 



SX.^SH'^S^^^^f^^ ' FDVP-yfflVimAAL!<EFVDLMN~SKra<FTFI04NPGDV I TF 340 
GQVVR I NFNNATRDTVFDVP- 1 ERVQPFVAALKB^VDLMN— SKEVKYTFKHNPOT I TF 340 
GEVREIFLANFlJi-APFQME>-AQRHPDyVUYIWIQMTI^S3RFC^ 343 
S01.IIQVAnRTFTQyiJQLPI^OIPPITEAQAEALDAlj^ 344 



C^SfRLLHGRRSVEAGTEl SWLEGAYAD- 
DNURllHGRreYEAGTEl SWLHSAVAD^ 
DNmVLHARDAFIF-ASGDRHFQGCYVD^ 



HJDVVMS- 

-HPDVVMS- 

floaj-s- 



-flLRIL-379'. 
^flLRIL 379 



i^HHYLmKlMW-ASeDRHFOGCYVD-; RDHJ-S RILVL 381 

NHLSVFHSRAGFFDEffil<OTCVra.BLflDPE^ 404 



Hunan . ' RQRVENGH: — — 387 

rat ■ • RQRVMNGN- 387 

pseudononas . OR' 333 

N.crassa BPQIFSASKQBSVGTQGISGGY 425 



(Sequences were aligned using the European Bioinformatics JnstitutB (EMBL-EBI) sequence 
i program, dusfalW.) ■ - * 
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